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Fig.5. Comparison of the training progress between w/ PEPSI and w/o PEPSI for
downstream pathology segmentation. The horizontal axis indicates training epochs
(“w/ PEPSI” epochs / “w/o PEPSI” epochs). Results are obtained by evaluating models
collected throughout the epochs.
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Fig. 6. Qualitative comparisons on downstream pathology segmentation, w/o or w/
PEPSI pre-trained features.
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